The crystal structure of the title compound, {(C 13 H 10 N) 2 -[Zn(C 6 H 2 N 2 O 4 ) 2 ]} n , consists of polymeric Zn complex anions and discrete acridinium cations. The Zn cation, located on an inversion center, is N,O-chelated by two pyrazine-2,3-dicarboxylate (pyzdc) anions in the basal plane, and is further coordinated by two carboxylate O atoms from adjacent pyzdc anions in the axial directions with a longer Zn-O bond distance, forming a distorted ZnN 2 O 4 coordination geometry. The pyzdc anions bridge the Zn cations, forming polymeric chains running along the crystallographic b axis. The acridinium cations are linked to the complex chains via N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonding. Significantstacking between parallel acridinium ring systems is observed in the crystal structure, face-to-face distances being 3.311 (3) and 3.267 (4) Å . 
Related literature
For the structure of a related Co(II) complex with pyzdc ligands, see: Aghabozorg et al. (2010b) . For the proton transfer of the carboxyl group, see: Aghabozorg et al. (2010a) .
Experimental
Crystal data (C 13 Table 1 Selected bond lengths (Å ). 
Data collection: SMART (Bruker, 1998); cell refinement: SAINTPlus (Bruker, 1998); data reduction: SAINT-Plus; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
The Ferdowsi University of Mashhad is gratefully acknowledged for financial support. Refinement N-bonded H atom was located in a difference Fourier map and refined with a distance restraint. Other H atoms were placed in calculated positions and refined in a riding mode. U iso (H) = 1.2 U eq (C,N).
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Figures Fig. 1 . A part of the title polymeric compound, thermal ellipsoids are shown at the 50% probability level. Symmetry code: (i): 2-x, 2-y, 1-z; (ii): x, 1+y, z; (iii): 2-x, 1-y, 1-z.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. supplementary materials sup-8 Fig. 1 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

